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S2 - Poster session |

PO32 - Adaptive Evolution Of Burkholderia cenocepacia Within The Lungs Of
A Chronically Infected Cystic Fibrosis Patient

Sandra C. dos Santos'; Carla P. Coutinho'; Marcus Dillon?; Ana 5. Moreira’; Rita F.
Maldonado'; Vaughn S. Cooper?; Isabel Sa-Comeia1

'iBB - Institute for Bioengineering and Biosciences, Department of Bioengineering,
Institulo Superior Técnico, Universidade de Lisboa Department of Microbiology and
Molecuiar Genelics, University of Pitisburgh School of Medicing

PO33 - Comparative Genomics Cf An Endemic Strain Of Multidrug-resistant
Pseudomonas aeruginosa In A Pediatric Cystic Fibrosis Population

Ruth Ann Luna'; Jennifer K. Spinler'; Anthony M. Haag'; Miriam Balderas';
Prapaporn Boonma'; Abria R. Magee'; Peter W. Hialt'; James Versalovic1

!Baylor Coflege of Medicine/ Texas Children’s Hospital

PO34 - Genomic Epidemiology Of The Gaza Community-acquired Methiclllin-
resistant Staphylococcus aureus Clone: A Unigque ST22 Clone

Qiuzhi Chang'; Asaf Biber?, Izzeldin Abualaish®; Hanaa Jaber?; Galia RahavZ; William
P Hanage'; Gili Regev-Yochay2

'Harvard School of Public Heaith 2Sheba Medical Center *Toronlo Universily

PO35 - Next Generation Sequencing: The Key To Understood Klebsielia
preumoniae Biofilms?

Luisa Jorddo"; Vitor Borges'; Luis Vieira'; Jodo Paulo Gomes'; Aida Duarte2
"Instituto Ricardo Jorge Faculdade de Farmacia ULisboa

PO36 - Whole Genome Sequencing Of Clonal Complex 8 MRSA Isolates Shows
Several Clusters Of USA300-like Isolates

Mette Damkjzer Bartels'; Peder Woming'; Jesper Boye Nielsen': Henrik Westh1
THvidovre University Hospital

PO37 - Mycobacterium tilburgii: The First Sequenced Genome
Jan Zall'; Jakko van Ingen, Saskia Kuipers, and Willem Melchers
'Radboud University Medical Center



